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Fig. S1. Alignment of nucleotides of the mcr-1 gene (1,497 bp). Nucleotides that are identical6

for the sequences amplified in this study (MF069152, MF598564, MF598565, MF598566) and7

references from GenBank are highlighted in yellow while those that vary between species are8

highlighted with blue or white.9
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Fig. S2. Alignment of nucleotides of the mcr-2 gene (576 bp). Nucleotides that are identical for11

the sequences amplified in this study (Y34, Y113) and references from GenBank are highlighted12

in yellow while those that vary between species are highlighted with blue or white.13
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Fig. S3. Alignment of amino acid sequences for mcr-2 gene (190 AA). Amino acids that are16

identical for the sequences amplified in this study (Y34, Y113) and references from GenBank are17

highlighted in yellow while those that vary between species are highlighted with blue or white.18
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Fig. S4. Alignment of nucleotide sequences of the mcr-3 gene (1,016 bp). Nucleotides that are21

identical for the sequences amplified in this study (Y14, Y48, Y62) and references from22

GenBank are highlighted in yellow while those that vary between species are highlighted with23

blue or white.24
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Fig. S5. Alignment of amino acid sequences for mcr-3 gene (338 AA). Amino acids that are27

identical for the sequences amplified in this study (Y14, Y48, Y62) and references from28

GenBank are highlighted in yellow while those that vary between species are highlighted with29

blue or white.30


